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Abstract

Plants are one of the sources of bioactive cysteine-rich proteins that defend
against pathogens. Hevein-Like is a family of antimicrobial and defensive
peptides in plants. They bind to the surface of pathogens and disrupt the cell
membrane, leading to their death. To identify and produce the best Hevein-
Like with biological properties in genetic engineering, the product of the
gene encoding Hevein-Like must be examined in terms of various structural,
evolutionary, and physicochemical parameters. Based on evolutionary
relationships, plant Hevein-Like is divided into two main groups with little
genetic distance. All Hevein-Like in this study are classified as stable
proteins. Therefore, the most suitable plant and Hevein-Like must be
selected and examined based on the mentioned parameters before starting
cloning and expression to produce peptides with high biological activity.
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