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Abstract

Transcription factors (TFs) are essential cellular proteins that regulate gene
expression, and their abnormal expression levels are directly associated with
physiological disorders and diseases such as cancer. Given that accurate and
timely cancer diagnosis plays a crucial role in determining the efficacy of
therapeutic interventions and mitigating disease complications, the
development and implementation of precise and effective diagnostic
methods for their detection are of paramount importance. In recent years,
CRISPR-based systems have revolutionized the life sciences, particularly in
the diagnosis of various infectious, genetic, and epigenetic diseases, owing
to their programmable nature, high precision, and sensitivity. In this study,
we aim to explore CRISPR-based diagnostic approaches designed for cancer
detection through the identification of transcription factors.

Keywords: Cancer, Transcription factors, Diagnosis, CRISPR- Casl2a,
CRISPR- dCas9, CRISPReader.
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